CCND1 1722 polymorphism and potential relevance to upper tract urothelial cancer.
The cell cycle regulator cyclin D1 (CCND1) is thought to play a major role in the transition of the cell cycle from G1 to S-phase. It is known that cancer cells have unbalanced cell cycle regulation. However, the genetic role of CCND1 in urothelial cancer (UC) is not known. This study was conducted to explore the association between the CCND1 C1722G polymorphism and the susceptibility and progression of UC. The CCND1 genotypes of 170 patients and 249 control subjects were determined by polymerase chain reaction-restriction fragment length polymorphism and correlations with the clinical and histopathological data were evaluated. The CCND1 GC or GC + CC genotypes were both more frequently observed in the UC patients than the control individuals (p=0.05 and 0.03, respectively), and people carrying the GC genotype had a 1.6-fold increased risk of UC, compared with those carrying the GG genotype (p=0.05). Also, the GC + CC genotypes had a 1.68-fold higher risk of UC compared with the GG genotype (p=0.03). In addition, the CCND1 genotype was significantly associated with ureter tumor (p=0.005) and advanced tumor status (p=0.019). No association between CCND1 C1722G genotypes and tumor grade, survival and tumor recurrence was found. The C allele of the CCND1 C1722G polymorphism may be a potential predictive and prognostic biomarker for advanced UC, especially ureter tumors of the upper urothelial tract.